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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TRIM63 84676 BC080529 NM_032588
About the gene
Official Symbol TRIM63
Previous Symbol RNF28
Official Full Name | tripartite motif containing 63
Synonyms MURF-1; IRF; SMRZ
Location 1p36.11
Gene Type protein_coding
Uniprot ID Q969Q1
Pathway/Library Ubiquitin Ligases Genes Library
This gene encodes a member of the RING zinc finger protein family found in striated muscle and iris. The
product of this gene is an E3 ubiquitin ligase that localizes to the Z-line and M-line lattices of myofibrils.
Gene Summary This protein plays an important role in the atrophy of skeletal and cardiac muscle and is required for the
degradation of myosin heavy chain proteins, myosin light chain, myosin binding protein, and for
muscle-type creatine kinase.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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